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GreyScale Decoding 
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Fig. 1 Base Block Concept, Isometric View 




Fig. 2 Base Block Concept, Cross Section Side View 
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ANAL .TICAL HYBRIDIZ. x i ION 



Strip Residual Signal 



If necessary 
NaOH 



Prepare Hyb solution 

OLA 

sbe- 

PCR * 

RNA prep (amplification) 



Prehybridization 



buffer 
room temp 
30 min. 



Transfer samples to 
microtiter plate 



96 well 
384 well 
1 536 well 



Hybridization 

temp range 37°C - 65°C 
30 min. to overnight 
place in hyb oven 
mixing is critical 



Simple Wash 



room temp 
buffer 



Decode 



Rinse 

buffer 



Involved Wash 

50°C 
buffer 

mixing is critical 




Signal Amplification 

SAPE, wash 
antibody, wash 
SAPE, wash 



Image Acquisition 

on microscope system 
entire array 
multiple channels 



Storage 

rinse 
strip 

rinse in* water 
dry with ethanol 



